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The introduction of DNA Microarray
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Sample preparation DNA Microarray generation
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Sample preparation

cell lines ©]&3F= 79 homogeneous cell population® ZH-E] RNAES 7|
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et e Al A mol A tissuesE TGS A AR HEEA] Skxbe] FolE
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3tzpol Aest JH7F =71 o]tk t3EA Q! tissue bank =+ National Cancer Institute
(NCD7} o SIALo]E F4 & http://www-chtn.ims.nci.nih.gov/©] ©F. B=3F LifeSpan
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A A 7)ol H3HSH RNA expression profiles 7FA| Al ¥t} Z18{= 2 DNA Microarray
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cell& F=3F= WHORZ H-E Laser capture microdissection®] o] A& H T} o]
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DNA Microarray generation

The first step: obtaining clone set

DNA Microarrays YF=AY oly™d <9 3= WHHol d=d EF cost, speed9t
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A= AHolth, AFstazt sk orgamsm«] A gene©] identification ¥ 79+
Hlw A FJA D& 57 AATE o} 7FA] Saccaromyces cerevisiae, Caenorhabditis
elegans®t 2 % unicellular microbeE A|¢] d}alE full genome sequencing®©] %A
oksktt. webA olgldt A 9-ol= DNA Microarray2] A|Ztell SHAIZ} & 4 vl
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Gene discoveryS 3= Wl o] AE2 OS2 mutations o] WHS AFEAX| T o]}
2] large-scale expressed sequence tag (EST) sequencing®] Z <+ 4] Al&o] H a1 o]
WS 8l B 79 gene o] WHAHIITEH I o = Washington university®} IMAGE
(Integrated Analysis of Genomes and their Expression: http://rsb.info.nih.gov/nih-image/)
A3} Cancer Genome Anatomy Project (CGAP)Z 213Fo] 100%7]7F ¥+ human
EST7} %74 ¥ 1 t}. EST sequence™ dbEST (http://www.ncbi.nlm.nih.gov/dbEST/)oll 1T}
EST9} ©E] Gene bank®] sequenceE T 5%+ A4S 3 719 cluster® W7o &
Unigene (http:/www.ncbi.nlm.nih.gov/UniGene/)©] )™, W2 9 EST7} 7]
31712 et olH St 7} clusterE WSS A clone set> o] 3]A} ol A
vl SFar ATk B3 mouse, human, zebrafish, rat2} plant®] clone set< institute for
Genomic Research (http://www.tigrorg/)oll A ©]&3& 47} o} A A3 FH#ke]
open reading frame (ORF)= American Tissue Culture Collection (http:/www.atcc.org/)°ll 4]
S F7F AUTh
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The second step: fabrication
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The third step: target labeling and hybridization

A F 3z} Sh= test A|E 9} reference A 5 A] total RNAE ZH72f 8|3kt o] &
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The forth step: Image analysis
DNA Microarrays =704 HAFS 2 #HolA FF 2HUE o]&st] 7} spotd]
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Data management and mining
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The useful site

1. http://www.gene-chips.com/ :

DNA Microarray- Leming Shi, Ph.D.

2. http://www.bio.davidson.edu/courses/genomics/chip/chip.html

DNA Microarray Methodology (flash animation)- Davidson College
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http://www.gene-chips.com/
http://www.bio.davidson.edu/courses/genomics/chip/chip.html

3.

4.

http://www.genechip.co.kr/ :

Genechip Research Center

http://industry.ebi.ac.uk/~alan/MicroArray/IntroMicroArrayTalk/index.htm:

An introduction DNA chip technology-Alan J. Robinson
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