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Plant Secondary Metabolite & Plant Cell Culture
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F gty FE8AEARS AgHoz Astste] AHA FFE A AU Al
Z AT7E, ZIhANA ] IPH A T Ro]  genomics,

proteomics, transcriptomics, metabolomics 59| < biotechnology 7|1=¢ w74l

W2 A Az kel o3 FE&EFE A4 Vhe S B FAStsk
2HGgH Aol AtES etz whet &R HH e g
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® Benzophenanthridine: sanguinarine
® Benzyisoquinoline: berbamine, aromaline
® Ipecac: emetine, cephaelin
® Indole Alkalids: vincristine, vinblastine, ajmalicine, serpentine
Alkaloids
® Morphinan: morphine, codeine
® Protoberberine: berberine
® Tropane Alkaloids: atropine, scopolamine
® Quinoline: quinine
Phenolics ® rosmarinic acid, capsaicin
Polyacetylenes -
Quinone ® shikonin
® digitoxin(digoxin)
Steroids ® saponin
® diosgenin
® components of essential oils
Terpenoids
® paclitaxel
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‘production instability’ ol 711&h & = Aok A=Az S Al B
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® Low yield

® Higher instability

® Lower growth rate

® Higher sensitivity to shear

® [Lower oxygen demand

® Formation of aggregates

® Differentiation

® Reduced rate of excretion of secondary metabolites

®
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Low-Cost Productlon Strategy

How to inhibit unwanted How to improve
compounds’ production productivity of palitaxel
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differential screening® comparative study 8
Metabolomics partoll A& 7HE F83 Zo] Ax Wiy 952 metabolites <
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