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2. Nearest-Neighbor Model
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Target DNA  |>gi|21389216|ref[NC_003988.1] A-2 plaque virus, complete genome
GAGTGTTCCCACCCAACAGGCCCACTGGGTGTTGTACTCTGGT
014 S ATTACGGTACCTTTGTACGCCTATTTTATTTCCCCCCCCTTTTT
= equence
b d GAAACTTAGAAGTTAATAATAAACACGCTCACTAGGTGCACT
ACATCCAGTAG
HHE2EZ | 40T
Z 2 probe |TCAATTATTATTTG
GAGTGTTCCCACCCAACAGGCCCACTGGGTGTTGTACTCTGGT
Hybridization |ATTACGGTACCTTTGTACGCCTATTTTATTTCCCCCCCCTTTTT
A3 A GAAACTTAGALXCINVVNV.VNVVVNSA CGCTCACTAGGTGCACT
= ACATCCAGTAG
AG -14.158 Kcal/mol
Tm 44.4C
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